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Introduction
Cilia are found on virtually all cells in the human body; yet
despite the importance of these organelles many aspects of
their formation and function remain enigmatic. Cell biology
textbooks usually pronounce that cilia and flagella are highly
conserved structures containing a 9+2 microtubule axoneme
made up of nine outer doublet microtubules and two single
central pair microtubules (Fig. 1A) surrounded by a ciliary
membrane. While it is true that this basic structure is well
conserved throughout eukarya, and that 9+2 and 9+0 (lacking
the central pair) axonemes are the most common, there are
many variations in either the axoneme itself or in the presence
of extra-axonemal structures that allow cilia, either motile or
non-motile, and flagella to perform specialised functions in
diverse organisms and cell types (Afzelius, 2004)1.

The terms cilia and flagella are sometimes used
interchangeably but there are differences: first, only one or
two flagella are usually present on cells whereas motile cilia
are usually found in higher multiples. This is a generalisation,
however, because the sperm of the fern Marsilea and the
gymnosperm Ginkgo are multiflagellate, displaying up to a
thousand flagella (Myles, 1975; Vaughn and Renzaglia, 2006).

Second, cilia move with a characteristic ciliary beat that is
distinguished by an effective stroke followed by a recovery
stroke, whereas flagellar motility usually consists of
successive waves originating at either the base or the tip of the
flagellum and propagated along its length. Again, there are
exceptions to this: the single-celled parasitic protozoan
Trypanosoma brucei is capable of both flagellar and ciliary
beating (our unpublished observations). Third, cilia are often
all of one developmental state whereas multiple flagella in the
same cell may often be at different stages of development.
Fourth, the term cilium is usually used to describe structures
shorter than flagella. Fifth, rows of cilia can fuse to form
specialised cirri or membranelles.

Flagella often move individual cells, such as mammalian
sperm and protists. Cilia can be motile or non-motile and occur
singly or in multiples. Multiple cilia are generally motile. They
move single-celled protists such as Tetrahymena and, in
metazoa, material such as mucosal fluids past epithelial cell
layers. Single cilia are normally non-motile – the primary cilia
on the surface of most mammalian cells are the most common
(Wheatley et al., 1996), and much evidence suggests these play
pivotal roles in normal tissue homeostasis and disease
(reviewed by Davenport and Yoder, 2005), with cilium-
generated Hedgehog and Wnt signalling being critical during
development (reviewed by Scholey and Anderson, 2006).
Certain tissues contain specialised cilia, including motile and
non-motile nodal cilia (which are found exclusively in the
embryonic node), the transient non-motile kinocilium of the
inner ear and the highly modified non-motile connecting cilium
of the retina.

As stated above, most axonemes consist of a ring of nine
outer doublet microtubules held together by nexin linkages
(Fig. 1); this is the basic structure of the primary cilium. Motile
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1Some exceptions to the canonical axoneme structure. The sperm of certain insects have
complex axonemes: A 9+9+2 configuration made up of an outer ring of nine singlet
microtubules surrounding nine doublets and a central pair is common [e.g. in honey bees
(Lino-Neto et al., 2000), fire ants (Lino-Neto and Dolder, 2002) and stick insects
(Afzelius, 1988; Afzelius et al., 1990)]. A 9+7 configuration is found in caddis flies
whereas mosquitos of Culex spp have a 9+9+1 arrangement (Phillips, 1969). Limpet cilia
contain nine outer doublets with five to ten central microtubules (Hackney et al., 1983;
Phillips, 1979). The sperm flagellum of the gall midgefly is an extreme case: the axoneme
is formed from up to 2500 doublets arranged in a double spiral (Mencarelli et al., 2000).
Each doublet has only an outer dynein arm and there is no central pair. Extra-axonemal
accessory structures are often found: examples include the outer dense fibres of many
sperm (Fouquet and Kann, 1994) and the paraflagellar rod of kinetoplastid protozoa (Maga
and LeBowitz, 1999).
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cilia and flagella generally additionally have two singlet central
pair microtubules, radial spokes and dynein arms, which are
the molecular motors that enable microtubule sliding and
consequent ciliary or flagellar beating. The dynein arms are
attached to the A-tubule of each doublet such that their motor
head domains are in close proximity to the B-tubule of the
neighbouring doublet (Gibbons and Gibbons, 1973; Gibbons
and Rowe, 1965). With the exception of early ultrastructural
observations of cilia and flagella, much of the work on these
has been carried out in single-celled organisms, particularly the
green alga, Chlamydomonas reinhardtii (reviewed by Dutcher,
1995; Silflow and Lefebvre, 2001). Until recently the
molecular composition of cilia and flagella was largely
obscure. A combination of forward genetic mutational analysis
and electrophoresis the C. reinhardtii flagella led to predictions
that they to contain ~250 polypeptides (reviewed by Dutcher,
1995). More recent studies on a variety of model organisms
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have used proteomic (Andersen et al., 2003; Broadhead et al.,
2006; Keller et al., 2005; Ostrowski et al., 2002; Pazour et al.,
2005; Smith et al., 2005), transcriptomic (Blacque et al., 2005;
Stolc et al., 2005) and genomic (Avidor-Reiss et al., 2004;
Efimenko et al., 2005; Li et al., 2004) approaches and to
suggest that the number is much greater. A database of
cilia/flagella and basal body components identified in these
studies can be found at the Ciliary Proteome Web Server at
http://www.ciliaproteome.org/ (Gherman et al., 2006).

Studies primarily in algae have led to a model of
ciliary/flagellar motility in which coordinate action of the
central pair, radial spokes and dynein arms enable motility. It
has been proposed that the central pair signals through the
radial spokes to provide an asymmetric stimulus to the dynein
motors associated with each of the outer doublet microtubules
that enables a flagellar bend to be generated. One hypothesis
for how this stimulus is generated relies on the rotation of the
central pair microtubules observed in Chlamydomonas and
Paramecium (Mitchell, 2003; Omoto and Kung, 1979; Omoto
and Kung, 1980). However, this paradigm does not work for
all systems: central pair rotation is not found in all organisms
(Gadelha et al., 2006; Sale, 1986; Tamm and Tamm, 1981),
which raises the question of how the central pair regulates
motility in these systems.

All cilia are extended from a basal body. The Henneguy-
Lenhossek theory, first postulated in 1898 and generally
accepted today, proposed that these basal bodies are analogous
to the mitotic centrioles (Henneguy, 1898; Lenhossek, 1898).
Indeed the primary cilium is extended from a single basal body
analogous to the pre-existing mature centriole in the cell. By
contrast, in multi-ciliated epithelia, ciliogenesis begins with
centriole multiplication that yields up to several hundred basal
bodies. In both cases migration of the centrioles to the apical
cell surface and acquisition of accessory structures follows.
Once a centriole has docked with the cell membrane, it is
known as a basal body. Finally, an axoneme is extended to form
a cilium. Despite the overall similarities there are distinct
differences in the mechanisms of formation of single cilia and
cilia of multi-ciliated cells in terms of cell cycle regulation and
control of centriole number. Our knowledge of the molecular
mechanisms of ciliogenesis is largely restricted to intraflagellar
transport (IFT), the bidirectional movement of particles along
the doublet microtubules, which elongates and maintains the
cilium. Many excellent reviews on IFT are available (e.g.
Rosenbaum and Witman, 2002; Scholey, 2003). Here, we
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9Ciliogenesis

instead focus on the earlier stages of ciliogenesis, comparing
the ultrastructural details and molecular events that occur
during formation of ciliated epithelia and solitary primary cilia.

Multiple pathways of ciliogenesis
At least six mechanisms for generation of cilia and flagella
exist and the resulting cilia or flagella can be transient or long-
lived (Anderson and Brenner, 1971; Brenner and Anderson,
1973; Flock and Duvall, 1965; Lemullois et al., 1988; Sherwin
and Gull, 1989; Sobkowicz et al., 1995; Sorokin, 1968). These
enable the production of many kinds of cilia, as well as sperm
flagella (Fig. 2). They require various mechanisms for accurate
control of centriole number, and there are variations in cell
cycle control, in the timing of cilium production in the cell
cycle, in the timing of centriole maturation and in whether a
probasal body is associated with the cilium or flagellum basal
body. Our focus here is on the five major mechanisms for

formation of cilia; sperm flagella will not be dwelt upon
further.

Centriole production
The centriole is a cylindrical structure 0.4 �m long and 0.2 �m
in diameter, composed of microtubule triplets that display
ninefold radial symmetry. The triplets are positioned around a
cylindrical core with a slight twist and are composed of
heterodimers of �- and �-tubulin. The immature centriole has
a unique feature called the cartwheel (Vorobjev and
Nadezhdina, 1987), which is made up of a central rod linked
to the inner (A) tubule of each triplet by spokes (Fig. 1B). The
mature centriole also has distinct appendages at the distal and
subdistal regions (Fig. 1C) (Paintrand et al., 1992). The two
centrioles are closely associated, usually in an orthogonal
configuration, and surrounded by an amorphous mass of
pericentriolar material (PCM) to form the centrosome.

Most differences between ciliogenesis in primary cilia and
the cilia of multi-ciliated epithelia are observed in
centriologenesis: a primary cilium forms from a pre-existing
centriole whereas cilia of multi-ciliated epithelia require de
novo production of many centrioles. Multi-ciliated epithelial
cells are terminally differentiated. Primary cilia can be formed
in quiescent somatic cells or in proliferating populations that
make a primary cilium in G1. For cells that will form a primary
cilium (Fig. 2, ❶-❸), centriole duplication is cell cycle related.
The centriole pair duplicates once per cycle at S phase and
maturation (see below) occurs later (Hinchcliffe et al., 1998;
Lange and Gull, 1996; Sluder and Hinchcliffe, 1998; Vorobjev
and Chentsov Yu, 1982). By contrast, centriole multiplication
in cells that will become multi-ciliated (Fig. 2, ❹ and ❺) is
differentiation related and often independent of the pre-existing
centrioles (Anderson and Brenner, 1971; Dirksen, 1991). In
this case, the centrioles that are made mature as they form.

Once formed, centrioles of ciliated cells migrate to the cell
surface. For cells that form a primary cilium (Fig. 2, ❶ and ❸),
the centriole remains associated with its procentriole daughter
throughout ciliogenesis (Alieva and Vorobjev, 2004; Hagiwara
et al., 2002; Jensen et al., 2004; Sorokin, 1968); those in multi-
ciliated epithelia and the centriole subtending the kinocilium
of the inner ear do not have associated procentrioles
(Abughrien and Dore, 2000; Anderson and Brenner, 1971;
Dirksen, 1971; Hagiwara et al., 1992; Kalnins et al., 1972;
Sobkowicz et al., 1995; Sorokin, 1968). During maturation,
centrioles acquire additional appendages such as transitional
fibres and basal feet that stabilise the centriole/basal body, and
IFT extends and maintains the axoneme. This occurs in both
primary cilia and cilia of multi-ciliated cells (Rosenbaum and
Witman, 2002).

Centriole duplication
During the cell division cycle the centrosome duplicates just
before S phase; duplication requires the immature centriole-
associated protein centrobin (Zou et al., 2005). Several
serine/threonine kinases are implicated in the process,
including Polo-like and Aurora kinases (Berdnik and Knoblich,
2002; Hannak et al., 2001; Lane and Nigg, 1996). A
procentriole (Andre and Bernhard, 1964; Gall, 1961;
Mizukami and Gall, 1966; Renaud and Swift, 1964) forms
from the side of each centriole and elongates throughout S
phase so that the cell possesses two pairs of centrioles as it

Fig. 2. Multiple pathways of ciliogenesis. Quiescent somatic cells
use a single pre-existing mature centriole to subtend a transient
primary cilium (Fig. 1 and ❶) lacking central pair microtubules,
which is lost as the cell re-enters the cell cycle. In differentiated
cells, several different types of single cilia can be produced from a
mature centriole, such as the temporary (9+2 or 9+0) kinocilium (❷),
which may or may not possess the central pair microtubules (Flock
and Duvall, 1965; Sobkowicz et al., 1995) and the primary (9+0)
cilium produced on the luminal epithelium of kidney tubules (❸).
The pathways that produce several hundred cilia in epithelial cells in
the mammalian airway are depicted at ❹ and ❺. Here, hundreds of
centrioles are produced, duplicated either using the pre-existing
centriole as a template (❹), or formed via a non-templated method
(❺). The sperm flagellum produced in male meiosis is depicted at ❻.
Green denotes 9+2 axonemes; dark blue denotes 9+0 axonemes;
centrioles are shown in red; the deuterosome is shown in purple.
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enters G2 phase. Only the mature centriole can produce a
cilium. Maturation occurs over 1.5 cell cycles, the maturing
centriole acquiring the unique fibrous distal and subdistal
appendages mentioned above. Several protein components of
these appendages have been identified, including ninein
(Mogensen et al., 2000), �-tubulin (Chang et al., 2003),
centriolin (Gromley et al., 2003) and CEP110 (Ou et al., 2002).
Cenexin is found exclusively at the mature mother centriole
and its acquisition at the G2-M transition is a marker for
maturation (Lange and Gull, 1995) and essential for appendage
production (Ishikawa et al., 2005).

Centrioles are inherited by daughter cells in a semi-
conservative manner (Kochanski and Borisy, 1990).
Centrosome duplication and DNA regulation are coordinated
by a complex pathway involving cyclin-E–Cdk2 (Hinchcliffe
et al., 1999; Karsenti, 1999; Meraldi et al., 1999). Centrosome
duplication is stimulated by Cdk2. Factors required for entry
into S phase, such as Cdk2 and E2F, are required for
centrosome duplication, and phosphorylation of the tumour
suppressor Rb is also needed (Meraldi et al., 1999).
Unduplicated G1 centrosomes are duplication competent,
whereas G2 centrosomes placed under identical experimental
conditions are not. This strongly suggests the centrosome itself
blocks further centrosome duplication (Wong and
Stearns, 2003); this might involve a physical connection
between the mature and immature centrioles that prevents
duplication until after mitosis (Tsou and Stearns, 2006).
In most cell lines the centrosome will not re-duplicate
during S phase, even in cells treated with hydroxyurea to
prolong S phase (Balczon et al., 1995; Meraldi et al.,
1999). However, in certain cell lines containing a mutant
p53 tumour suppressor, extended cell cycle arrest leads
to centrosome accumulation (D’Assoro et al., 2004),
which suggests that centrosome duplication is uncoupled
from cell division checkpoints in these cells.

Centriole multiplication
Multi-ciliated epithelial cells such as those in the
mammalian trachea can each produce 200-300 centrioles
during ciliogenesis. Two mechanisms of centriole
production have been identified: the centriolar and
acentriolar pathways, both of which can occur in a single
cell (reviewed by Beisson and Wright, 2003). In contrast
to centriole duplication during the cell division cycle,
these pathways are linked to differentiation rather than
proliferation, and multiple procentrioles are produced
simultaneously, making this process distinct from the
centriole duplication described above. In the centriolar
pathway (Fig. 2, ❹), new centrioles are produced around
an existing centriole. Unlike cell-cycle-dependent
centriole duplication, however, more than one
procentriole may be produced around a single centriole
(Anderson and Brenner, 1971; Chang et al., 1979;
Hagiwara et al., 1992; Sorokin, 1968; Steinman, 1968).
Variations in the number of procentrioles observed could
be attributable to the plane of the electron micrograph:
among several procentrioles surrounding a centriole, two
or three are seen only in glancing section (Sorokin,
1968); serial thin-section electron microscopy will be
necessary to resolve the exact number of procentrioles
formed in the centriolar pathway. The origin of the core

centriole that produces these procentrioles is unclear. Neither
the cartwheel, a marker for immature centrioles, nor
appendages, present around mature centrioles, appear to be
present. Thus the identity of the core centriole is unknown.

In the acentriolar pathway (Fig. 2, ❺), centrioles form
around intermediary structures rather than an existing centriole
(Anderson and Brenner, 1971; Chang et al., 1979; Dirksen,
1971; Dirksen and Crocker, 1966; Hagiwara et al., 1992;
Kalnins et al., 1972; Lemullois et al., 1988; Sorokin, 1968;
Sorokin and Adelstein, 1967; Steinman, 1968). The
terminology for these intermediary structures is confused in the
literature. We use the nomenclature system of Chang et al.
(Chang et al. 1979) for the granular structures observed at the
first stage of the acentriolar pathway. So-called dense granules
(Fig. 3A) form clusters that can be associated with the existing
centriole. Some molecular components of these dense granules
have been identified: PCM-1 has been detected in them (Kubo
et al., 1999) in addition to the striated rootlet protein p195
(Hagiwara et al., 2000). Centrin proteins localise close to
granules in ciliogenic epithelial cells, which suggests that they
are involved in an early stage of the acentriolar pathway
(Laoukili et al., 2000). Dense granule clusters may condense
to produce deuterosomes (Fig. 3B, arrowheads), around which

Journal of Cell Science 120 (1)

Fig. 3. Ciliogenesis in rat trachea. (A) The first visible stage in the
acentriolar pathway is the appearance of dense granules (arrowheads).
(B) Procentrioles (P) form around deuterosomes (arrowheads). (C) Mature
ciliated cells. The procentrioles have docked with the apical membrane to
become basal bodies (arrowheads) and have extended cilia (Ci). Scale bars
(A) and (B)=200 nm; (C)=5 �m.
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11Ciliogenesis

procentrioles (labelled P in Fig. 3B) develop. Two types of
deuterosome exist, classified as solid or hollow on the basis of
their ultrastructural appearance; there are organismal and size
differences between the two (Dirksen, 1971; Dirksen, 1991;
Hagiwara et al., 1992; Sorokin, 1968). The number of
procentrioles around a deuterosome correlates with its size
(Anderson and Brenner, 1971; Chang et al., 1979; Hagiwara et
al., 1992; Kalnins et al., 1972; Sorokin, 1968). Serial thin-
section electron microscopy reveals different numbers of
procentrioles in each section (Anderson and Brenner, 1971).
Thus the centriolar pathway may also produce more
procentrioles than are seen in a single section, and there may
be less variability in procentriole number in both the centriolar
and acentriolar pathways in vivo than previously thought.

What happens to the pair of centrioles initially present in the
cell during centriole multiplication? Several possible scenarios
exist. First, the centriole pair could migrate to the surface and
extend one of the motile cilia. This would imply that all
centrioles are identical and that global control of ciliogenesis
exists. Second, the two centrioles could migrate to the surface
and extend a distinct, primary cilium prior to centriole
multiplication and subsequent generation of the multiple
motile cilia. This would suggest that an individual cell can
form both 9+0 and 9+2 cilia, albeit at slightly different times.
This phenomenon has been observed (Anderson and Brenner,
1971; Brenner and Anderson, 1973; Lemullois et al., 1988;
Sorokin, 1968), and the presence of developing procentrioles
around the mature basal body subtending a primary cilium
(Anderson and Brenner, 1971; Sorokin, 1968) makes it
probable that the same cell goes on to produce multiple cilia.
In this case, the primary cilium is probably only transient,
because none has been found in mature ciliated cells
(Lemullois et al., 1988); it may function to pattern the apical
surface in preparation for formation of motile cilia. The
ultimate fate of its basal body – whether it later subtends a
motile cilium or returns deeper into the cytoplasm – is
unknown, but if it goes on to subtend a 9+2 cilium it is probable
that the information needed to template a 9+0 cilium versus a
9+2 cilium does not lie within the centriole. Third, the mature
centriole could remain in the cytoplasm. This would imply that
existing centrioles are different from those produced by the
centriolar and acentriolar pathways and that ciliogenesis is
controlled at the level of individual centrioles. Although
several studies have failed to observe isolated centrioles in
ciliated cells (Anderson and Brenner, 1971; Lemullois et al.,
1988; Lenhossek, 1898), one study has observed a centriole
deep in the cytoplasm of a ciliated cell (Kalnins et al., 1972).
Final resolution of these important questions will require
tracking of individual centrioles in live cells during
ciliogenesis.

Is cell-cycle-dependent duplication or centriole
multiplication the default pathway in cells? Given the
deleterious consequences of uncontrolled centriole
proliferation, it could be argued that cell-cycle-dependent
centriole duplication represents the default pathway. However,
whereas most cells lacking centrioles undergo cell cycle arrest
(Hinchcliffe et al., 2001), HeLa cells in which the centrosome
has been surgically removed can produce multiple centrioles
throughout the cytoplasm (La Terra et al., 2005). This implies
that an existing centriole prevents production of further
centrioles, and that newly synthesised centriole precursors

destined for the existing centrosome will, in its absence, form
multiple foci throughout the cytoplasm that produce centrioles
independently of each other. This suggests that increased
centriole production might be the default pathway for cells and
that this is suppressed by an existing centriole. However, it is
apparent that centriole production in HeLa cells must be
uncoupled from the cell cycle and thus these cells do not
necessarily represent the in vivo state.

Centriole migration and acquisition of accessory
structures
How centrioles migrate during primary cilium formation
remains unresolved, although the cytoskeleton is probably
involved. Microtubules position the interphase centrosome
(Burakov et al., 2003). The Rho-associated protein kinase
p160ROCK maintains the position of the mature centriole
(Chevrier et al., 2002); however, the upstream and downstream
events remain unknown. In multi-ciliated cells, duplicated
centrioles migrate towards the apical surface, where they dock
to become basal bodies. Much evidence implicates the actin-
myosin network in centriole migration in these cells. Actin and
myosin are associated with centrioles or centriolar material
(Klotz et al., 1986; Lemullois et al., 1988; Lemullois et al.,
1987), and treatment of ciliogenic oviducts with agents that
inhibit actin polymerisation (Boisvieux-Ulrich et al., 1990) or
myosin function (Boisvieux-Ulrich et al., 1987) prevents
centriole migration. Conversely, drugs that target the
microtubule network do not directly stop migration
(Boisvieux-Ulrich et al., 1989). In the ctenophore Beroe,
centrioles are associated with parallel bundles of actin
microfilaments arising in the basal cytoplasm and oriented
towards the cell surface (Tamm and Tamm, 1988). They might
therefore be pushed to the surface along actin tracks akin to the
‘rocket-like’ motility of intracellular bacteria (see Gouin et al.,
2005; Machesky, 1999).

The signalling events regulating these processes also
remain obscure. The planar cell polarity effectors inturned
(in) (Collier and Gubb, 1997) and fuzzy (fy) (Park et al.,
1996) are implicated in the control of an apical actin array
essential for basal body docking (Park et al., 2006). The
forkhead/winged helix family of transcription factors is also
implicated in centriole migration and/or docking. One
member, Foxj1, is expressed in ciliated epithelia (Blatt et al.,
1999; Hackett et al., 1995; Lim et al., 1997; Pelletier et al.,
1998; Tichelaar et al., 1999). Foxj1-null mice have situs
defects and impaired ciliogenesis (Brody et al., 2000);
centriologenesis appears unimpaired but centriole migration
fails. The cysteine protease calpain, acting on the cytoskeletal
linker protein ezrin, may regulate membrane anchoring
(Gomperts et al., 2004), which suggests a need for localised
regulation of cytoskeletal proteolysis. By contrast, factors
regulating centriole migration during primary cilium
development are unknown.

Directional control of centriole migration during formation
of single or multiple cilia remains an open question. The Rho
family GTPase Cdc42 has a central role in establishment of
cell polarity and localisation of the PAR3-PAR6-atypical
protein kinase C complex (reviewed by Suzuki and Ohno,
2006) to the membrane in diverse polarity pathways (Etienne-
Manneville and Hall, 2001; Joberty et al., 2000). Re-
orientation of the centrosome is one step in this process, and
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the complex might thus function in centriole/basal body
movements. A second complex, comprising the
transmembrane protein Crb3 and the apical proteins Pals1 and
Patj, is also involved in mammalian epithelial polarity (Roh et
al., 2003) (reviewed by Margolis and Borg, 2005). Moreover,
the two complexes interact in epithelia (Hurd et al., 2003) and
are required for ciliogenesis, interacting with the anterograde
IFT motor KIF3 (Fan et al., 2004). Such associations between
polarity determinants and the ciliogenesis machinery are
intriguing and it is tempting to speculate that polarity
complexes provide signals for centriole migration.

After migration, centrioles attach to the membrane and serve
as basal bodies for ciliary elongation. Ultrastructural analysis
has uncovered a plethora of accessory structures that are
associated with centrioles and basal bodies (Fig. 1C), including
centriolar satellites, transitional fibres, striated rootlets and
basal feet, that are associated with both primary cilia and multi-
ciliated epithelia. The timing of acquisition of these structures
is unclear: transitional fibres and/or basal feet are found
associated with migrating centrioles in some studies (Anderson
and Brenner, 1971; Lemullois et al., 1988) but not in others
(Frisch and Farbman, 1968; Hagiwara et al., 1992). However,
when centriole migration is perturbed (Boisvieux-Ulrich et al.,
1990), the centrioles that remain cytoplasmic acquire
accessories. Subcellular location is therefore not the
determining factor.

Diseases associated with dysfunctional ciliogenesis
An increasing number of genetic diseases are associated with
defects in ciliogenesis or ciliary function (reviewed by
Afzelius, 2004; Badano et al., 2006; Badano et al., 2005).
These comprise a diverse group of pathologies including cystic
kidney disease, infertility, retinal degeneration, hydrocephalus,
laterality defects and chronic respiratory problems. Recent
work has also identified cilia and basal body dysfunction as the
underlying cause of various systemic diseases, including
Bardet-Biedl, Alstrom, Orofaciodigital and Meckel syndromes
(Andersen et al., 2003; Ansley et al., 2003; Kyttala et al., 2006;
Romio et al., 2004), and these have expanded the range of
ciliopathy phenotypes to include obesity, diabetes,
hypertension and cardiac abnormalities (Badano et al., 2006).
The affected tissues vary between diseases but all have motile
or immotile cilia.

Most of the gene products implicated in the ciliopathies
affect ciliary function (e.g. motility or signalling) rather than
cilium formation. Others affect ciliogenesis itself. As discussed
above, mice lacking the transcription factor FoxJ1 have
laterality defects and a loss of cilia (Chen et al., 1998) due to
a failure in centriole migration (Brody et al., 2000; Gomperts
et al., 2004). A second protein, Seahorse, is implicated in
polycystic kidney disease (Sun et al., 2004) and is required to
regulate basal body duplication in Trypanosoma brucei
(Morgan et al., 2005). Seahorse (also known as TbLRTP)
localises to the distal part of the trypanosome basal body.
Whereas overexpression of the protein suppresses flagellum
assembly, RNA-interference experiments result in excess basal
bodies; this suggests that Seahorse is a negative regulator of
basal body duplication. Polycystic kidney disease and Bardet-
Biedl syndrome can be caused by a failure in IFT (Blacque et
al., 2004; Li et al., 2004; Ou et al., 2005; Pazour et al., 2000),
the final stage of ciliogenesis. Finally, mice lacking the

orofaciodigital syndrome gene OFD1 show defective cilium
formation (Ferrante et al., 2001). Based on the phenotypic
overlap with Bardet-Biedl syndrome, a role for OFD1 in IFT
has been proposed (Ferrante et al., 2001); however, because
OFD1 is a centrosomal/basal body protein (Romio et al.,
2004), it could also function in earlier stages of ciliogenesis.

Much work on elucidating the biology of cilia disease genes
has been carried out in model organisms (e.g. Blacque et al.,
2004; Dawe et al., 2005; Pazour et al., 2000; Sun et al., 2004).
However, the question of why the defect affects some tissues
and not others in mammalian systems is difficult to address in
single-celled models. Presumably tissue-specific
transcriptional control plays a part. Mice lacking the polycystic
kidney disease gene product polycystin 1 have polycystic
kidneys but no laterality defects, which correlates with the
absence of polycystin 1 in nodal cilia (Karcher et al., 2005).
Turnover is also likely to be important. Ciliary tubulin
continually turns over (Stephens, 1999); however, the rate
varies between tissues. The stability of the cilium and/or the
cell probably also varies from tissue to tissue. Comparison of
published flagellar proteomes (Broadhead et al., 2006;
Ostrowski et al., 2002; Pazour et al., 2005; Smith et al., 2005)
from a number of model organisms reveals a surprising
diversity despite overall structural conservation (Broadhead et
al., 2006). This suggests the canonical axonemal structure is
dependent on a central cohort of conserved proteins plus
organism, cell and tissue type elaborations. This diversity could
contribute to tissue-specific functional specialisation.

Perspectives and conclusions
Despite recent advances, our knowledge of ciliogenesis is still
largely confined to ultrastructural observations and scattered
information on various proteins. A number of challenges
remain. The signals that trigger assembly and disassembly of
cilia in tissues are not well understood. It is probable that
molecules that control the cell cycle will be involved, at least
in cells that form a primary cilium, because the cilium is
present in only a limited cell cycle window. Tight control of
transcription and translation may be required because many
cilia proteins bind or regulate cytoskeletal elements and may
have a detrimental effect if released in large quantities into the
cytosol.

The paucity of information on the protein constituents of
cilia and basal bodies has hampered research. While several
recent studies have sought to address this, so that there are now
a number of flagellar (Broadhead et al., 2006; Ostrowski et al.,
2002; Pazour et al., 2005; Smith et al., 2005) and
centrosomal/centriolar (Andersen et al., 2003; Keller et al.,
2005) proteomes from evolutionarily diverse organisms,
primary cilia have not yet been subjected to proteomic analysis.
The composition of the primary cilium is therefore unknown,
although it is likely to contain several hundred proteins,
including core components shared with motile cilia.

A major challenge is to elucidate the structure and function
of the cellular networks that underlie ciliogenesis. Comparative
genomics provides one approach to study this. Subtraction of
the genomes of organisms that do not build cilia or flagella
from those of flagellate organisms yields a dataset that should
include regulatory factors as well as structural components
(Avidor-Reiss et al., 2004; Li et al., 2004). Importantly, this
approach will not identify proteins with cytosolic functions in
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addition to roles in ciliogenesis (most obviously tubulin). Work
with single-celled model organisms cannot, however,
distinguish the mechanisms underlying primary cilium
formation from those that organise a multiciliated epithelium.

Finally, altough the list of diseases associated with impaired
cilia or basal body function is expanding at a tremendous rate,
biology and physiology have not kept pace with the clinical
genetics and we do not yet understand why defective cilia or
basal bodies lead to such wide-ranging pathologies. Cilia and
basal bodies are increasingly implicated in 21st century
diseases such as heart disease, obesity and hypertension; yet
the underlying mechanisms remain an open question. If we are
to treat these diverse pathological conditions, we must focus
our efforts on understanding the biology of these iconic but still
rather cryptic organelles.

We thank Alison Faragher for electron micrographs of rat trachea.
Work in our laboratory is funded by The Wellcome Trust, the BBSRC
and the E. P. Abraham Trust. H.D. is a Beit Memorial Research
Fellow; K.G. is a Wellcome Trust Principal Research Fellow.

References
Abughrien, B. M. and Dore, M. A. (2000). Ciliogenesis in the uterine tube of control

and superovulated heifers. Cells Tissues Organs 166, 338-348.
Afzelius, B. A. (1988). Microtubules in the spermatids of stick insects. J. Ultrastruct.

Mol. Struct. Res. 98, 94-102.
Afzelius, B. A. (2004). Cilia-related diseases. J. Pathol. 204, 470-477.
Afzelius, B. A., Bellon, P. L. and Lanzavecchia, S. (1990). Microtubules and their

protofilaments in the flagellum of an insect spermatozoon. J. Cell Sci. 95 (Pt 2), 207-
217.

Alieva, I. B. and Vorobjev, I. A. (2004). Vertebrate primary cilia: a sensory part of
centrosomal complex in tissue cells, but a “sleeping beauty” in cultured cells? Cell
Biol. Int. 28, 139-150.

Andersen, J. S., Wilkinson, C. J., Mayor, T., Mortensen, P., Nigg, E. A. and Mann,
M. (2003). Proteomic characterization of the human centrosome by protein correlation
profiling. Nature 426, 570-574.

Anderson, R. G. and Brenner, R. M. (1971). The formation of basal bodies (centrioles)
in the Rhesus monkey oviduct. J. Cell Biol. 50, 10-34.

Andre, J. and Bernhard, W. (1964). The centriole and the centriolar region. Excerpta
Med. Int. Cong. Ser. 77, 9.

Ansley, S. J., Badano, J. L., Blacque, O. E., Hill, J., Hoskins, B. E., Leitch, C. C.,
Kim, J. C., Ross, A. J., Eichers, E. R., Teslovich, T. M. et al. (2003). Basal body
dysfunction is a likely cause of pleiotropic Bardet-Biedl syndrome. Nature 425, 628-
633.

Avidor-Reiss, T., Maer, A. M., Koundakjian, E., Polyanovsky, A., Keil, T.,
Subramaniam, S. and Zuker, C. S. (2004). Decoding cilia function: defining
specialized genes required for compartmentalized cilia biogenesis. Cell 117, 527-539.

Badano, J. L., Teslovich, T. M. and Katsanis, N. (2005). The centrosome in human
genetic disease. Nat. Rev. Genet. 6, 194-205.

Badano, J. L., Mitsuma, N., Beales, P. L. and Katsanis, N. (2006). The Ciliopathies:
An Emerging Class of Human Genetic Disorders. Annu. Rev. Genomics Hum. Genet.
7, 125-148.

Balczon, R., Bao, L., Zimmer, W. E., Brown, K., Zinkowski, R. P. and Brinkley, B.
R. (1995). Dissociation of centrosome replication events from cycles of DNA synthesis
and mitotic division in hydroxyurea-arrested Chinese hamster ovary cells. J. Cell Biol.
130, 105-115.

Beisson, J. and Wright, M. (2003). Basal body/centriole assembly and continuity. Curr.
Opin. Cell Biol. 15, 96-104.

Berdnik, D. and Knoblich, J. A. (2002). Drosophila Aurora-A is required for centrosome
maturation and actin-dependent asymmetric protein localization during mitosis. Curr.
Biol. 12, 640-647.

Blacque, O. E., Reardon, M. J., Li, C., McCarthy, J., Mahjoub, M. R., Ansley, S. J.,
Badano, J. L., Mah, A. K., Beales, P. L., Davidson, W. S. et al. (2004). Loss of C.
elegans BBS-7 and BBS-8 protein function results in cilia defects and compromised
intraflagellar transport. Genes Dev. 18, 1630-1642.

Blacque, O. E., Perens, E. A., Boroevich, K. A., Inglis, P. N., Li, C., Warner, A.,
Khattra, J., Holt, R. A., Ou, G., Mah, A. K. et al. (2005). Functional genomics of
the cilium, a sensory organelle. Curr. Biol. 15, 935-941.

Blatt, E. N., Yan, X. H., Wuerffel, M. K., Hamilos, D. L. and Brody, S. L. (1999).
Forkhead transcription factor HFH-4 expression is temporally related to ciliogenesis.
Am. J. Respir. Cell Mol. Biol. 21, 168-176.

Boisvieux-Ulrich, E., Laine, M. C. and Sandoz, D. (1987). In vitro effects of
benzodiazepines on ciliogenesis in the quail oviduct. Cell Motil. Cytoskeleton 8, 333-
344.

Boisvieux-Ulrich, E., Laine, M. C. and Sandoz, D. (1989). In vitro effects of colchicine
and nocodazole on ciliogenesis in quail oviduct. Biol. Cell 67, 67-79.

Boisvieux-Ulrich, E., Laine, M. C. and Sandoz, D. (1990). Cytochalasin D inhibits basal
body migration and ciliary elongation in quail oviduct epithelium. Cell Tissue Res. 259,
443-454.

Brenner, R. M. and Anderson, R. G. W. (1973). Endocrine control of ciliogenesis in
the primate oviduct. In Handbook of Physiology, Vol. 2 (eds R. O. Greep and E. B.
Astwood), pp. 123-139. Baltimore: Williams & Wilkins.

Broadhead, R., Dawe, H. R., Farr, H., Griffiths, S., Hart, S. R., Portman, N., Shaw,
M. K., Ginger, M. L., Gaskell, S. J., McKean, P. G. et al. (2006). Flagellar motility
is required for the viability of the bloodstream trypanosome. Nature 440, 224-227.

Brody, S. L., Yan, X. H., Wuerffel, M. K., Song, S. K. and Shapiro, S. D. (2000).
Ciliogenesis and left-right axis defects in forkhead factor HFH-4-null mice. Am. J.
Respir. Cell. Mol. Biol. 23, 45-51.

Burakov, A., Nadezhdina, E., Slepchenko, B. and Rodionov, V. (2003). Centrosome
positioning in interphase cells. J. Cell Biol. 162, 963-969.

Chang, J. P., Mayahara, H., Yoloyama, M., Ubukata, A. and Moller, P. C. (1979). An
ultrastructural study of morphogenesis of fibrogranular complex and centriole in
ductuli efferentes of Chinese hamster. Tissue Cell 11, 401-412.

Chang, P., Giddings, T. H., Jr, Winey, M. and Stearns, T. (2003). Epsilon-tubulin is
required for centriole duplication and microtubule organization. Nat. Cell. Biol. 5, 71-
76.

Chen, J., Knowles, H. J., Hebert, J. L. and Hackett, B. P. (1998). Mutation of the
mouse hepatocyte nuclear factor/forkhead homologue 4 gene results in an absence of
cilia and random left-right asymmetry. J Clin. Invest. 102, 1077-1082.

Chevrier, V., Piel, M., Collomb, N., Saoudi, Y., Frank, R., Paintrand, M., Narumiya,
S., Bornens, M. and Job, D. (2002). The Rho-associated protein kinase p160ROCK
is required for centrosome positioning. J. Cell Biol. 157, 807-817.

Collier, S. and Gubb, D. (1997). Drosophila tissue polarity requires the cell-autonomous
activity of the fuzzy gene, which encodes a novel transmembrane protein. Development
124, 4029-4037.

D’Assoro, A. B., Busby, R., Suino, K., Delva, E., Almodovar-Mercado, G. J., Johnson,
H., Folk, C., Farrugia, D. J., Vasile, V., Stivala, F. et al. (2004). Genotoxic stress
leads to centrosome amplification in breast cancer cell lines that have an inactive G1/S
cell cycle checkpoint. Oncogene 23, 4068-4075.

Davenport, J. R. and Yoder, B. K. (2005). An incredible decade for the primary cilium:
a look at a once-forgotten organelle. Am. J. Physiol. Renal. Physiol. 289, F1159-
F1169.

Dawe, H. R., Farr, H., Portman, N., Shaw, M. K. and Gull, K. (2005). The Parkin co-
regulated gene product, PACRG, is an evolutionarily conserved axonemal protein that
functions in outer-doublet microtubule morphogenesis. J. Cell Sci. 118, 5421-5430.

Dirksen, E. R. (1971). Centriole morphogenesis in developing ciliated epithelium of the
mouse oviduct. J. Cell Biol. 51, 286-302.

Dirksen, E. R. (1991). Centriole and basal body formation during ciliogenesis revisited.
Biol. Cell 72, 31-38.

Dirksen, E. R. and Crocker, T. T. (1966). Centriole replication in differentiating ciliated
cells of mammalian respiratory epithelium. An electron microscope study. J. Micr. 5,
639-644.

Dutcher, S. K. (1995). Flagellar assembly in two hundred and fifty easy-to-follow steps.
Trends Genet. 11, 398-404.

Efimenko, E., Bubb, K., Mak, H. Y., Holzman, T., Leroux, M. R., Ruvkun, G.,
Thomas, J. H. and Swoboda, P. (2005). Analysis of xbx genes in C. elegans.
Development 132, 1923-1934.

Etienne-Manneville, S. and Hall, A. (2001). Integrin-mediated activation of Cdc42
controls cell polarity in migrating astrocytes through PKCzeta. Cell 106, 489-498.

Fan, S., Hurd, T. W., Liu, C. J., Straight, S. W., Weimbs, T., Hurd, E. A., Domino,
S. E. and Margolis, B. (2004). Polarity proteins control ciliogenesis via kinesin motor
interactions. Curr. Biol. 14, 1451-1461.

Ferrante, M. I., Giorgio, G., Feather, S. A., Bulfone, A., Wright, V., Ghiani, M.,
Selicorni, A., Gammaro, L., Scolari, F., Woolf, A. S. et al. (2001). Identification of
the gene for oral-facial-digital type I syndrome. Am. J. Hum. Genet. 68, 569-576.

Flock, A. and Duvall, A. J., 3rd. (1965). The ultrastructure of the kinocilium of the
sensory cells in the inner ear and lateral line organs. J. Cell Biol. 25, 1-8.

Fouquet, J. P. and Kann, M. L. (1994). The cytoskeleton of mammalian spermatozoa.
Biol. Cell 81, 89-93.

Frisch, D. and Farbman, A. I. (1968). Development of order during ciliogenesis. Anat.
Rec. 162, 221-232.

Gadelha, C., Wickstead, B., McKean, P. G. and Gull, K. (2006). Basal body and
flagellum mutants reveal a rotational constraint of the central pair microtubules in the
axonemes of trypanosomes. J. Cell Sci. 119, 2405-2413.

Gall, J. G. (1961). Centriole replication: a study of spermatogenesis in the snail,
Viviparus. J. Biochem. Biophys, Cytol. 10, 163-209.

Gherman, A., Davis, E. E. and Katsanis, N. (2006). The ciliary proteome database: an
integrated community resource for the genetic and functional dissection of cilia. Nat.
Genet. 38, 961-962.

Gibbons, B. H. and Gibbons, I. R. (1973). The effect of partial extraction of dynein
arms on the movement of reactivated sea-urchin sperm. J. Cell Sci. 13, 337-357.

Gibbons, I. R. and Rowe, A. J. (1965). Dynein: a protein with adenosine triphosphatase
activity from cilia. Science 149, 424-426.

Gomperts, B. N., Gong-Cooper, X. and Hackett, B. P. (2004). Foxj1 regulates basal
body anchoring to the cytoskeleton of ciliated pulmonary epithelial cells. J. Cell Sci.
117, 1329-1337.

Gouin, E., Welch, M. D. and Cossart, P. (2005). Actin-based motility of intracellular
pathogens. Curr. Opin. Microbiol. 8, 35-45.

Gromley, A., Jurczyk, A., Sillibourne, J., Halilovic, E., Mogensen, M., Groisman, I.,

Jo
ur

na
l o

f C
el

l S
ci

en
ce



14

Blomberg, M. and Doxsey, S. (2003). A novel human protein of the maternal centriole
is required for the final stages of cytokinesis and entry into S phase. J. Cell Biol. 161,
535-545.

Hackett, B. P., Brody, S. L., Liang, M., Zeitz, I. D., Bruns, L. A. and Gitlin, J. D.
(1995). Primary structure of hepatocyte nuclear factor/forkhead homologue 4 and
characterization of gene expression in the developing respiratory and reproductive
epithelium. Proc. Natl. Acad. Sci. USA 92, 4249-4253.

Hackney, C. M., McCrohan, C. R. and Hawkins, S. J. (1983). Putative sense organs
on the pallial tentacles of the limpet, Patella vulgata (L.). Cell Tissue Res. 231, 663-
674.

Hagiwara, H., Shibasaki, S. and Ohwada, N. (1992). Ciliogenesis in the human oviduct
epithelium during the normal menstrual cycle. J. Electron. Microsc. (Tokyo) 41, 321-
329.

Hagiwara, H., Aoki, T., Ohwada, N. and Fujimoto, T. (2000). Identification of a 195
kDa protein in the striated rootlet: its expression in ciliated and ciliogenic cells. Cell
Motil. Cytoskeleton 45, 200-210.

Hagiwara, H., Harada, S., Maeda, S., Aoki, T., Ohwada, N. and Takata, K. (2002).
Ultrastructural and immunohistochemical study of the basal apparatus of solitary cilia
in the human oviduct epithelium. J. Anat. 200, 89-96.

Hannak, E., Kirkham, M., Hyman, A. A. and Oegema, K. (2001). Aurora-A kinase is
required for centrosome maturation in Caenorhabditis elegans. J. Cell Biol. 155, 1109-
1116.

Henneguy, L. F. (1898). Sur les rapports des cils vibratiles avec les centrosomes. Archives
d’Anatomie Microscopique Tome 1, 481-496.

Hinchcliffe, E. H., Cassels, G. O., Rieder, C. L. and Sluder, G. (1998). The coordination
of centrosome reproduction with nuclear events of the cell cycle in the sea urchin
zygote. J. Cell Biol. 140, 1417-1426.

Hinchcliffe, E. H., Li, C., Thompson, E. A., Maller, J. L. and Sluder, G. (1999).
Requirement of Cdk2-cyclin E activity for repeated centrosome reproduction in
Xenopus egg extracts. Science 283, 851-854.

Hinchcliffe, E. H., Miller, F. J., Cham, M., Khodjakov, A. and Sluder, G. (2001).
Requirement of a centrosomal activity for cell cycle progression through G1 into S
phase. Science 291, 1547-1550.

Hurd, T. W., Gao, L., Roh, M. H., Macara, I. G. and Margolis, B. (2003). Direct
interaction of two polarity complexes implicated in epithelial tight junction assembly.
Nat. Cell. Biol. 5, 137-142.

Ishikawa, H., Kubo, A., Tsukita, S. and Tsukita, S. (2005). Odf2-deficient mother
centrioles lack distal/subdistal appendages and the ability to generate primary cilia.
Nat. Cell. Biol. 7, 517-524.

Jensen, C. G., Poole, C. A., McGlashan, S. R., Marko, M., Issa, Z. I., Vujcich, K. V.
and Bowser, S. S. (2004). Ultrastructural, tomographic and confocal imaging of the
chondrocyte primary cilium in situ. Cell Biol. Int. 28, 101-110.

Joberty, G., Petersen, C., Gao, L. and Macara, I. G. (2000). The cell-polarity protein
Par6 links Par3 and atypical protein kinase C to Cdc42. Nat. Cell. Biol. 2, 531-539.

Kalnins, V. I., Chung, C. K. and Turnbull, C. (1972). Procentrioles in ciliating and
ciliated cells of chick trachea. Z. Zellforsch. Mikrosk. Anat. 135, 461-471.

Karcher, C., Fischer, A., Schweickert, A., Bitzer, E., Horie, S., Witzgall, R. and Blum,
M. (2005). Lack of a laterality phenotype in Pkd1 knock-out embryos correlates with
absence of polycystin-1 in nodal cilia. Differentiation 73, 425-432.

Karsenti, E. (1999). Centrioles reveal their secrets. Nat. Cell. Biol. 1, E62-E64.
Keller, L. C., Romijn, E. P., Zamora, I., Yates, J. R., 3rd and Marshall, W. F. (2005).

Proteomic analysis of isolated chlamydomonas centrioles reveals orthologs of ciliary-
disease genes. Curr. Biol. 15, 1090-1098.

Klotz, C., Bordes, N., Laine, M. C., Sandoz, D. and Bornens, M. (1986). Myosin at
the apical pole of ciliated epithelial cells as revealed by a monoclonal antibody. J. Cell
Biol. 103, 613-619.

Kochanski, R. S. and Borisy, G. G. (1990). Mode of centriole duplication and
distribution. J. Cell Biol. 110, 1599-1605.

Kubo, A., Sasaki, H., Yuba-Kubo, A., Tsukita, S. and Shiina, N. (1999). Centriolar
satellites: molecular characterization, ATP-dependent movement toward centrioles and
possible involvement in ciliogenesis. J. Cell Biol. 147, 969-980.

Kyttala, M., Tallila, J., Salonen, R., Kopra, O., Kohlschmidt, N., Paavola-Sakki, P.,
Peltonen, L. and Kestila, M. (2006). MKS1, encoding a component of the flagellar
apparatus basal body proteome, is mutated in Meckel syndrome. Nat. Genet. 38, 155-
157.

La Terra, S., English, C. N., Hergert, P., McEwen, B. F., Sluder, G. and Khodjakov,
A. (2005). The de novo centriole assembly pathway in HeLa cells: cell cycle
progression and centriole assembly/maturation. J. Cell Biol. 168, 713-722.

Lane, H. A. and Nigg, E. A. (1996). Antibody microinjection reveals an essential role
for human polo-like kinase 1 (Plk1) in the functional maturation of mitotic
centrosomes. J. Cell Biol. 135, 1701-1713.

Lange, B. M. and Gull, K. (1995). A molecular marker for centriole maturation in the
mammalian cell cycle. J. Cell Biol. 130, 919-927.

Lange, B. M. and Gull, K. (1996). Structure and function of the centriole in animal cells:
progress and questions. Trends Cell. Biol. 6, 348-352.

Laoukili, J., Perret, E., Middendorp, S., Houcine, O., Guennou, C., Marano, F.,
Bornens, M. and Tournier, F. (2000). Differential expression and cellular distribution
of centrin isoforms during human ciliated cell differentiation in vitro. J. Cell Sci. 113
(Pt 8), 1355-1364.

Lemullois, M., Klotz, C. and Sandoz, D. (1987). Immunocytochemical localization of
myosin during ciliogenesis of quail oviduct. Eur. J. Cell Biol. 43, 429-437.

Lemullois, M., Boisvieux-Ulrich, E., Laine, M. C., Chailley, B. and Sandoz, D. (1988).

Development and functions of the cytoskeleton during ciliogenesis in metazoa. Biol.
Cell 63, 195-208.

Lenhossek, M. (1898). Ueber Flimmerzellen. Verhandl. der Anat. Gesel. 12, 106-128.
Li, J. B., Gerdes, J. M., Haycraft, C. J., Fan, Y., Teslovich, T. M., May-Simera, H.,

Li, H., Blacque, O. E., Li, L., Leitch, C. C. et al. (2004). Comparative genomics
identifies a flagellar and basal body proteome that includes the BBS5 human disease
gene. Cell 117, 541-552.

Lim, L., Zhou, H. and Costa, R. H. (1997). The winged helix transcription factor HFH-
4 is expressed during choroid plexus epithelial development in the mouse embryo.
Proc. Natl. Acad. Sci. USA 94, 3094-3099.

Lino-Neto, J. and Dolder, H. (2002). Sperm structure and ultrastructure of the fire ant
Solenopsis invicta (Buren) (Hymenoptera, Formicidae). Tissue Cell 34, 124-128.

Lino-Neto, J., Bao, S. N. and Dolder, H. (2000). Sperm ultrastructure of the honey bee
(Apis mellifera) (L) (Hymenoptera, Apidae) with emphasis on the nucleus-flagellum
transition region. Tissue Cell 32, 322-327.

Machesky, L. M. (1999). Rocket-based motility: a universal mechanism? Nat. Cell. Biol.
1, E29-E31.

Maga, J. A. and LeBowitz, J. H. (1999). Unravelling the kinetoplastid paraflagellar rod.
Trends Cell. Biol. 9, 409-413.

Margolis, B. and Borg, J. P. (2005). Apicobasal polarity complexes. J. Cell Sci. 118,
5157-5159.

Mencarelli, C., Lupetti, P., Rosetto, M. and Dallai, R. (2000). Morphogenesis of the
giant sperm axoneme in Asphondylia ruebsaameni Kertesz (Diptera, Cecidomyiidae).
Tissue Cell 32, 188-197.

Meraldi, P., Lukas, J., Fry, A. M., Bartek, J. and Nigg, E. A. (1999). Centrosome
duplication in mammalian somatic cells requires E2F and Cdk2-cyclin A. Nat. Cell.
Biol. 1, 88-93.

Mitchell, D. R. (2003). Orientation of the central pair complex during flagellar bend
formation in Chlamydomonas. Cell. Motil. Cytoskeleton. 56, 120-129.

Mizukami, J. and Gall, J. G. (1966). Centriole replication II: sperm formation in the
fern Marsilea, and the Cycad Zamia. J. Cell Biol. 29, 97-111.

Mogensen, M. M., Malik, A., Piel, M., Bouckson-Castaing, V. and Bornens, M.
(2000). Microtubule minus-end anchorage at centrosomal and non-centrosomal sites:
the role of ninein. J. Cell Sci. 113 (Pt 17), 3013-3023.

Morgan, G. W., Denny, P. W., Vaughan, S., Goulding, D., Jeffries, T. R., Smith, D.
F., Gull, K. and Field, M. C. (2005). An evolutionarily conserved coiled-coil protein
implicated in polycystic kidney disease is involved in basal body duplication and
flagellar biogenesis in Trypanosoma brucei. Mol. Cell. Biol. 25, 3774-3783.

Myles, D. G. (1975). An ultrastructural study of the spermatozoid of the fern, Marsilea
vestita. J. Cell Sci. 17, 633-645.

Omoto, C. K. and Kung, C. (1979). The pair of central tubules rotates during ciliary
beat in Paramecium. Nature 279, 532-534.

Omoto, C. K. and Kung, C. (1980). Rotation and twist of the central-pair microtubules
in the cilia of Paramecium. J. Cell Biol. 87, 33-46.

Ostrowski, L. E., Blackburn, K., Radde, K. M., Moyer, M. B., Schlatzer, D. M.,
Moseley, A. and Boucher, R. C. (2002). A proteomic analysis of human cilia:
identification of novel components. Mol. Cell Proteomics 1, 451-465.

Ou, G., Blacque, O. E., Snow, J. J., Leroux, M. R. and Scholey, J. M. (2005).
Functional coordination of intraflagellar transport motors. Nature 436, 583-587.

Ou, Y. Y., Mack, G. J., Zhang, M. and Rattner, J. B. (2002). CEP110 and ninein are
located in a specific domain of the centrosome associated with centrosome maturation.
J. Cell Sci. 115, 1825-1835.

Paintrand, M., Moudjou, M., Delacroix, H. and Bornens, M. (1992). Centrosome
organization and centriole architecture: their sensitivity to divalent cations. J. Struct.
Biol. 108, 107-128.

Park, T. J., Haigo, S. L. and Wallingford, J. B. (2006). Ciliogenesis defects in embryos
lacking inturned or fuzzy function are associated with failure of planar cell polarity
and Hedgehog signaling. Nat. Genet. 38, 303-311.

Park, W. J., Liu, J., Sharp, E. J. and Adler, P. N. (1996). The Drosophila tissue polarity
gene inturned acts cell autonomously and encodes a novel protein. Development 122,
961-969.

Pazour, G. J., Dickert, B. L., Vucica, Y., Seeley, E. S., Rosenbaum, J. L., Witman, G.
B. and Cole, D. G. (2000). Chlamydomonas IFT88 and its mouse homologue,
polycystic kidney disease gene tg737, are required for assembly of cilia and flagella.
J. Cell Biol. 151, 709-718.

Pazour, G. J., Agrin, N., Leszyk, J. and Witman, G. B. (2005). Proteomic analysis of
a eukaryotic cilium. J. Cell Biol. 170, 103-113.

Pelletier, G. J., Brody, S. L., Liapis, H., White, R. A. and Hackett, B. P. (1998). A
human forkhead/winged-helix transcription factor expressed in developing pulmonary
and renal epithelium. Am. J. Physiol. 274, L351-L359.

Phillips, D. M. (1969). Exceptions to the prevailing pattern of tubules (9 + 9 + 2) in the
sperm flagella of certain insect species. J. Cell Biol. 40, 28-43.

Phillips, D. W. (1979). Ultrastructure of sensory cells on the mantle tentacles of the
gastropod Notoacmea scutum. Tissue Cell 11, 623-632.

Renaud, F. L. and Swift, H. (1964). The development of basal bodies and flagella in
Allomyces arbusculus. J. Cell Biol. 23, 339-354.

Roh, M. H., Fan, S., Liu, C. J. and Margolis, B. (2003). The Crumbs3-Pals1 complex
participates in the establishment of polarity in mammalian epithelial cells. J. Cell Sci.
116, 2895-2906.

Romio, L., Fry, A. M., Winyard, P. J., Malcolm, S., Woolf, A. S. and Feather, S. A.
(2004). OFD1 is a centrosomal/basal body protein expressed during mesenchymal-
epithelial transition in human nephrogenesis. J. Am. Soc. Nephrol. 15, 2556-2568.

Journal of Cell Science 120 (1)

Jo
ur

na
l o

f C
el

l S
ci

en
ce



15Ciliogenesis

Rosenbaum, J. L. and Witman, G. B. (2002). Intraflagellar transport. Nat. Rev. Mol.
Cell. Biol. 3, 813-825.

Sale, W. S. (1986). The axonemal axis and Ca2+-induced asymmetry of active microtubule
sliding in sea urchin sperm tails. J. Cell Biol. 102, 2042-2052.

Scholey, J. M. (2003). Intraflagellar transport. Annu. Rev. Cell Dev. Biol. 19, 423-443.
Scholey, J. M. and Anderson, K. V. (2006). Intraflagellar transport and cilium-based

signaling. Cell 125, 439-442.
Sherwin, T. and Gull, K. (1989). The cell division cycle of Trypanosoma brucei brucei:

timing of event markers and cytoskeletal modulations. Philos. Trans R. Soc. Lond. B.
Biol. Sci. 323, 573-588.

Silflow, C. D. and Lefebvre, P. A. (2001). Assembly and motility of eukaryotic cilia and
flagella. Lessons from Chlamydomonas reinhardtii. Plant Physiol. 127, 1500-1507.

Sluder, G. and Hinchcliffe, E. H. (1998). The apparent linkage between centriole
replication and the S phase of the cell cycle. Cell Biol. Int. 22, 3-5.

Smith, J. C., Northey, J. G., Garg, J., Pearlman, R. E. and Siu, K. W. (2005). Robust
method for proteome analysis by MS/MS using an entire translated genome:
demonstration on the ciliome of Tetrahymena thermophila. J. Proteome Res. 4, 909-
919.

Sobkowicz, H. M., Slapnick, S. M. and August, B. K. (1995). The kinocilium of
auditory hair cells and evidence for its morphogenetic role during the regeneration of
stereocilia and cuticular plates. J. Neurocytol. 24, 633-653.

Sorokin, S. P. (1968). Reconstructions of centriole formation and ciliogenesis in
mammalian lungs. J. Cell Sci. 3, 207-230.

Sorokin, S. P. and Adelstein, S. J. (1967). Failure of 1100 rads X-radiation to affect
ciliogenesis and centriolar formation in cultured rat lungs. Radiation Res. 31, 748-759.

Steinman, R. M. (1968). An electron microscopic study of ciliogenesis in developing
epidermis and trachea in the embryo of Xenopus laevis. Am. J. Anat. 122, 19-56.

Stephens, R. E. (1999). Turnover of tubulin in ciliary outer doublet microtubules. Cell
Struct. Funct. 24, 413-418.

Stolc, V., Samanta, M. P., Tongprasit, W. and Marshall, W. F. (2005). Genome-wide

transcriptional analysis of flagellar regeneration in Chlamydomonas reinhardtii
identifies orthologs of ciliary disease genes. Proc. Natl. Acad. Sci. USA 102, 3703-3707.

Sun, Z., Amsterdam, A., Pazour, G. J., Cole, D. G., Miller, M. S. and Hopkins, N.
(2004). A genetic screen in zebrafish identifies cilia genes as a principal cause of cystic
kidney. Development 131, 4085-4093.

Suzuki, A. and Ohno, S. (2006). The PAR-aPKC system: lessons in polarity. J. Cell Sci.
119, 979-987.

Tamm, S. L. and Tamm, S. (1981). Ciliary reversal without rotation of axonemal
structures in ctenophore comb plates. J. Cell Biol. 89, 495-509.

Tamm, S. and Tamm, S. L. (1988). Development of macrociliary cells in Beroe. I. Actin
bundles and centriole migration. J. Cell Sci. 89 (Pt 1), 67-80.

Tichelaar, J. W., Wert, S. E., Costa, R. H., Kimura, S. and Whitsett, J. A. (1999).
HNF-3/forkhead homologue-4 (HFH-4) is expressed in ciliated epithelial cells in the
developing mouse lung. J. Histochem. Cytochem. 47, 823-832.

Tsou, M. F. and Stearns, T. (2006). Mechanism limiting centrosome duplication to once
per cell cycle. Nature. 442, 947-951.

Vaughn, K. C. and Renzaglia, K. S. (2006). Structural and immunocytochemical
characterization of the Ginkgo biloba L. sperm motility apparatus. Protoplasma 227,
165-173.

Vorobjev, I. A. and Nadezhdina, E. S. (1987). The centrosome and its role in the
organization of microtubules. Int. Rev. Cytol. 106, 227-293.

Vorobjev, I. A. and Chentsov, Yu, S. (1982). Centrioles in the cell cycle. I. Epithelial
cells. J. Cell Biol. 93, 938-949.

Wheatley, D. N., Wang, A. M. and Strugnell, G. E. (1996). Expression of primary cilia
in mammalian cells. Cell Biol. Int. 20, 73-81.

Wong, C. and Stearns, T. (2003). Centrosome number is controlled by a centrosome-
intrinsic block to reduplication. Nat. Cell. Biol. 5, 539-544.

Zou, C., Li, J., Bai, Y., Gunning, W. T., Wazer, D. E., Band, V. and Gao, Q. (2005).
Centrobin: a novel daughter centriole-associated protein that is required for centriole
duplication. J. Cell Biol. 171, 437-445.

Jo
ur

na
l o

f C
el

l S
ci

en
ce


